Athaliana.fa.mod (120 Mb)

LTR/BARE-2
LTR/Copia
LTR/Gypsy
LTR/LARD

o
©

LTR/TRIM

nonTIR/helitron

o
o

repeat_fragment

!5%%!%!@@@@ -

Percent of the genome (%)
o
w

0.01

TIR/unknown

Divergence (%)



